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Independent claims; 

110. An isolated nucleic acid molecule comprising a nucleic acid sequence that encodes: 

(a) a polypeptide having the amino acid sequence of SEQ ID NO:2; or 

(b) a polypeptide that comprises a contiguous sequence of at least about 16 amino 
acids from SEQ ID NO;4, SEQ ID NO:45, SEQ ID NO:47 or SEQ ID NO:50. 



113. An isolated nucleic acid molecule comprising a nucleic acid sequence that encodes a 
polypeptide that comprises a contiguous sequence of at least about 16 amino acids from SEQ ID 
NO:4, SEQ ID NO:45, SEQ ID NO:47 or SEQ ID NO;50. 



137. An isolated nucleic acid molecule comprising a nucleic acid sequence that encodes a 
P-TEFb large subunit protein, wherein said nucleic acid molecule comprises the nucleotide 
sequence of; 

the coding sequence of a cDNA molecule present in a nucjeic acid library, 
wherein the cDNA molecule hybridizes to a probe having the sequence of the 
complement of SEQ ID NO:3, SEQ ID NO:43 or SEQ ID NO:48 under conditions 
of high stringency. 



149. An isolated nucleic acid molecule comprising a nucleic acid sequence that encodes a 
P-TEFb large subunit protein that exhibits at least 90% identity to the amino acid sequence set 
forth in SEQ ID NO:4, SEQ ID NO;45, SEQ ID NO:47 or SEQ ID NO:50, wherein said P-TEFb 
large subunit protein binds to a P-TEFb kinase subunit protein to form a P-TEFb enzyme 
complex that promotes transcription elongation. 



1 52. An isolated nucleic acid molecule comprising: 

(a) a first nucleic acid sequence that encodes a polypeptide that comprises a 
contiguous sequence of at least about 16 amino acids from SEQ ID NO:2 or 
SEQ ID NO:6; and 

(b) a second nucleic acid sequence that encodes a polypeptide that comprises a 
contiguous sequence of at least about 16 amino acids from SEQ ID NO:4, SEQ ID 
NO;45, SEQ ID NO:47 or SEQ ID NO:50. 
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Hypothetical multiply-dependent claim: 

198. An isolated nucleic acid molecule of claim 1 10, 1 13, 137, 149 or ] 52, funher comprising 



198. An isolated nucleic acid molecule of claim 1 10, 113, 137, 149 or 152, wherein said 
nucleic acid molecule 

CGoipIctely separate iaife|rait4eat-daafflre 

198. A recombinant host cell comprising an isolated nucleic acid molecule in accordance with 
claim 1 10, claim 113, claim 137, claim 149 or claim 152. 

Note that claim 198 refers to a "recombinant host cell", NOT "an isolated nucleic acid 
molecule". Also, Acre is no reference to any other claim in the preamble or transitional phrase of 
the claim. It is therefore, NOT dependent, in ani sense, on anj£ claim. 
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Although laborious and more difficult to read, and thus contrary to 35 U.S.C § 1 12, second 
paragraph, claim 198 could be revised to read: 

19& A recombinant host cell comprising an isolated nucleic acid molecule comprising a nucleic 
acid sequence that: 

(a) encodes a polypeptide having the amino acid sequence of SEQ ID NO:2; or a 
polypeptide that comprises a contiguous sequence of at least aboui 16 amino acids 
from SEQ ID NO:4, SEQ ID NO:45, SEQ ID NO:47 or SEQ ID NO:50; 

(b) encodes a polypeptide that comprises a contiguous sequence of at least about 
16 amino acids from SEQ ID NO;4, SEQ ID NO:45, SEQ ID NO;47 or SEQ ED 
NO:50; 

(c) encodes a P-TEFb large subunit protein, wherein said nucleic acid molecule 
comprises the nucleotide sequence of the coding sequence of a cDNA molecule 
present in a nucleic acid library, wherein the cDNA molecule hybridizes to a 
probe having the sequence of the complement of SEQ ID NO:3, SEQ tD NO;43 
or SEQ ID NO;48 under conditions of high stringency; 

(d) encodes a P-TEFb large subunit protein that exhibits at least 90% identity to the 
amino acid sequence set forth in SEQ ID NO:4, SEQ ID NO:45, SEQ ID NO:47 
or SEQ ID NO;50, wherein said P-TEFb large subunit protein binds to a P-TEFb 
kinase subunit protein to form a P-TEFb enzyme complex that promotes 
transcription elongation; or 

(e) comprises a first nucleic acid sequence that encodes a polypeptide that comprises 
a contiguous sequence of at least about 16 amino acids from SEQ ID NO:2 or 
SEQ ID NO:6; and a second nucleic acid sequence that encodes a polypeptide that 
comprises a contiguous sequence of at least about 16 amino acids from SEQ ID 
NO:4, SEQ ID NO:45, SEQ ID NO;47 or SEQ ID NO:50. 

The long format of the claim is more burdensome for the P.T.O. and the public to proof-read and 
inierpret. Applicants are thus being financially penalized for complying with 35 U.S.C. § 1 12, 
second paragraph, and for benefiting both the P.T-0. and the public, 
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